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A B S T R A C T

The objective of the present study was to describe the proteins from the seminal plasma of buffalo
and correlate these proteins with sperm motility. Ejaculates from sixteen Murrah buffalo were
used. Semen collection was performed by electroejaculation, and the ejaculate was evaluated by
macroscopic (volume) and microscopic analysis (subjective motility and vigor, as well as sperm
concentration). After the analysis, the samples were centrifuged (800g for 10min and 10,000 for
30min at 4 °C), and the supernatant (seminal plasma) was used to determine total protein
concentration by the Bradford method. Based on total protein concentration, an aliquot (50 μg)
was taken to conduct protein in-solution digestion for nano-LC–ESI-Q-TOF mass spectrometry
analysis. Samples were divided into two groups, minimal (little sperm motility) and greater
(typical sperm motility), based on non-hierarchical clustering considering motility and emPAI
protein value. The data were analyzed by multivariate statistical analysis using principal com-
ponent analysis (PCA) and partial analysis of minimum squares discrimination (PLS-DA). Forty-
eight proteins were detected in the seminal plasma, and fifteen were common to two groups.
There were six proteins that were significantly different between the groups. The main functions
of proteins in seminal plasma were catalytic and binding activity. Spermadhesin protein, ribo-
nuclease, 14-3-3 protein zeta/delta and acrosin inhibitor were in greater amounts in seminal
plasma from the group with greater sperm motility; prosaposin and peptide YY were in greater
amounts in the group with little sperm motility. The proteins detected in the greater motility
group were correlated with sperm protection, including protection against oxidative stress, lipid
peroxidation, protease inhibition and prevention of premature capacitation and acrosome reac-
tion. In the group with little sperm motility, one of the identified proteins is considered to be an
antifertility factor, whereas the function of other identified protein is not definitive. Results from
the present study add to the knowledge base about the molecular processes related with sperm
motility, and these findings can be used for determining potential markers of semen quality.
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1. Introduction

Seminal plasma is a fluid composed of a complex mixture, which contains different macromolecules from the testes, epididymis
and accessory sexual glands with the function of maintaining viability of sperm cells. Proteins are the main macromolecules con-
tained in seminal plasma, which have been correlated with male fertility in different species (Alvarez and Storey, 1995; Calvete et al.,
1997; Daskalova et al., 2014; Kumar and Swamy, 2016), including cattle (Killian et al., 1993; Manjunath and Thérien, 2002). The
functions of these proteins were related to sperm motility (Govindaraju et al., 2012), maintenance of a sperm reservoir in the female
reproductive duct system (Singleton and Killian, 1983), capacitation (Killian et al., 1993; Manjunath and Thérien, 2002; Souza et al.,
2011), acrosome reaction (Killian et al., 1993; Riffo and Párraga, 1997; Kummar et al., 2012), gamete fusion (Souza et al., 2008;
Monaco et al., 2009), cell protection (Alvarez and Storey, 1995; Moura et al., 2007; Roncoletta et al., 2006) and fertilization (Thérien
et al., 1997; Erikson et al., 2007). Nevertheless, in buffalo, few studies have been conducted to assess seminal protein content (Huang
et al., 2015).

There is increasing interest in heparin binding proteins (HBPs) in buffalo, because most studies have focused on a seminal plasma
proteomic approach in evaluation of HBPs (Arangasamy et al., 2005; Harshan et al., 2006, 2009; Kumar et al., 2008; Singh et al.,
2007, 2013, 2014). Moreover, there may be an influence of the seminal plasma composition on the capacity to freeze semen from
buffalo, because this species has a poor fertility rate after artificial insemination with frozen/thawed semen (Anzar et al., 2003;
Akhter et al., 2007; Andrabi, 2009).

Harshan et al. (2006) studied effects of HBPs addition to epididymal spermatozoa of buffalo and found a poor freezing capacity,
when there were greater concentrations of these proteins as a result of semen supplementations with HBPs. A similar interaction
mechanism was proposed to buffalo as occurs between HBPs from sperm cell with lipids of egg yolk during cryopreservation of
bovine spermatozoa (Singh et al., 2007). Lipids of egg yolk, after dilution of semen to freeze, interact with the HBPs, particularly the
BSP proteins, forming complexes that prevent the binding of HBPs to the sperm membrane and inhibit the action of proteins
(Manjunath and Thérien, 2002). In bovine, although the BSPs are beneficial to sperm functions, are associated with cholesterol and
phospholipid efflux (Thérien et al., 1998, 1999), which is detrimental to the sperm membrane during cryopreservation (Manjunath
et al., 2002).

Other hypotheses have been put forth in attempts to explain the lesser fertility rate of buffalo after cryopreservation of semen as
compared to what occurs in cattle. Buffalo have a lesser semen protein concentration, which is thought to result in a lesser sperm
motility, viability and fertility (Kulkarni et al., 1998; Dixit et al., 2016). The addition of bull seminal plasma to epididymal sper-
matozoa from buffalo, however, had detrimental effects on these semen quality markers (Herold et al., 2004). These results were
confirmed by Singh et al. (2014), where a specific protein was identified, PDC-109 (BSP1), which is an HBP that was isolated from
bull seminal plasma that when added to semen from buffalo there was a lesser freezing capacity of the treated samples.

Even though there have been these previous studies on protein composition of seminal plasma and the freezeability of buffalo
semen, the relationship of proteins with sperm motility has not been thoroughly elucidated. Sperm motility is modulated by proteins
contained in seminal plasma (Govindaraju et al., 2012), although specific mechanisms of action remain unclear in buffalo (Huang
et al., 2015). Thus, the objective of the present study was to describe the main proteins of seminal plasma of buffalo by using mass
spectrometry and correlate these molecules with sperm motility.

2. Materials and methods

2.1. Reagents

All reagents used in the present study were of the greatest purity and obtained from Sigma-Aldrich (St. Louis, MO, USA), GE
Healthcare Life Sciences (São Paulo, São Paulo, Brazil), Waters Corp. (Barueri, São Paulo, Brazil) and Thermo Fisher Scientific (São
Paulo, São Paulo, Brazil), unless otherwise cited.

2.2. Ethical aspects

The study was performed in accordance with ethical recommendations of the National Council for the Control of Animal
Experimentation (CONCEA), and with the approval of the Committee on Ethics in the Use of Animals protocol 95/2016.

2.3. Animals, collection and semen evaluation

The groups were composed for animals that allowed the collection by electroejaculation. Sixteen adult (2.5 to 5.0 years), Murrah,
clinically healthy buffalo (Bubalus bubalis), a> 30 cm scrotal circumference of unknown fertility from a single farm were used. The
animals were maintained in an extensive grazing condition (Brachiaria decumbens), receiving water and mineral salt ad libitum.

After collection, the semen was analyzed according to the macroscopic (volume) and microscopic (subjective analyses of sperm
motility and vigor, and concentration) characteristics.

Volume was measured with a graduated tube. Motility and vigor were subjectively analyzed by placing a semen drop on a glass
slide, overlaid by a coverslip, and observing by optical microscopy (Bioval, L1000b-AC, Hexasystems Group, Taboão da Serra, Brazil),
at 100× magnification. Sperm motility was classified as a percentage (0% to 100%), where 100% indicates all cells with movement,
and 0% indicates no cells with movement. Sperm vigor was evaluated by using a score from 0 to 5, where 0 represented no
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movement, and 5 rapid and vigorous movements. A semen aliquot was diluted (1: 200) in formol-saline to determine sperm con-
centration using a Neubauer chamber. The cells were countered in an optical microscopy at 400× magnification.

2.4. Proteomics

After the semen evaluation, the samples were centrifuged at 800g for 10min for seminal plasma recovery. The supernatant
(seminal plasma) was added to a buffer containing protease inhibitors (0.8 mM EDTA, 1 μg/mL aprotinin, 1 μg/mL leupeptin and
35 μg/mL PMSF in 50mM Tris-HCl, pH 7.2) and immediately frozen. In the laboratory, the seminal plasma samples were thawed in
an ice bath and re-centrifuged at 10,000g for 30min at 4 °C. The total protein concentration was measured by the Bradford method
(Sigma-Aldrich, São Paulo, Brazil) by using a spectrophotometer (Ultrospec 2000, Pharmacia Biotech, Ultrospec 2000 UV/VIS
Spectrophotometer, Uppsala, Sweden) based on a standard curve made from known concentrations of bovine serum albumin.

Seminal plasma proteins were digested in solution using the procedures previously reported by Villén and Gygi (2008) with
several modifications. An aliquot containing 50 μg of total protein was separated and added to an aqueous solution of 8M urea (1: 2)
followed by reduction of the disulfide bridges with 5mM DTT in 50mM ammonium (aqueous solution) for 25min at 56 °C. The
samples were alkylated with 14mM iodoacetamide in 50mM ammonium bicarbonate in the final solution for 30min at room
temperature, protected from light. Excess free iodoacetamide (quench) was performed by adding 5mM DTT in 50mM ammonium
bicarbonate in the final solution for 15min, protected from light, at room temperature. Samples were diluted in 50mM ammonium
bicarbonate (1: 5) to reduce the urea concentration to< 1.6M and added with 1mM aqueous CaCl2 solution in the final solution. A
solution of 20 ng/μL trypsin (ratio of 1: 50 enzyme: substrate) was subsequently added to the sample followed by incubation at 37 °C
for 16 h. The enzymatic action of trypsin was stopped with aqueous solution 0.4% trifluoroacetic acid (TFA), and the pH was assessed
(< 2.0). The samples were then centrifuged at room temperature for 10min at 2500g.

The collected supernatant was subjected to desalting of the peptides in reverse phase columns (SepPack C18 WAT054955, Waters
Corporation, Milford, MA, USA), according to the manufacturer's instructions. After desalting, the volume was reduced (∼1 μL) in a
vacuum concentrator (SPD1010 Integrated SpeedVac ™ Systems, Thermo Fisher Scientific Inc., Waltham, MA, USA) and the samples
stored at −20 °C until analysis by mass spectrophotometry.

For mass spectrometry, the samples were thawed, diluted in formic acid 0.1% in the proportion of 0.7 μg/μL, homogenized in
shaker and centrifuged at 1100g for 5min. The supernatant was removed (20 μL), and deposited in glass tubes (Clear glass
12×32mm screw neck total recovery vial, Waters Corporation, Milford, MA, USA).

Protein analysis was performed according to Aragão et al. (2012). An aliquot of 4.5 μL resulting from peptide digestion was
separated by column C18 (100 μm×100mm) RP nano UPLC (NanoAcquity, Waters Corporation, Milford, MA, USA) coupled to the
Q-TofPremier mass spectrometer (Waters Corporation, Milford, MA, USA) with nanoelectrospray at a flow rate of 0.600 μL/min.

The gradient was with 2% to 90% acetonitrile with 0.1% formic acid for 45min. The voltage of the nanoelectroctrospray was
3.5 kV, the voltage cone of 30 V at 100 μC. The apparatus was operated in the top three mode in which an MS spectrum was acquired
followed by MS/MS of the three most intense peaks detected. After MS/MS fragmentation, the ion was placed on the exclusion list for
60 s. Endogenous cleavage peptides were analyzed by using real-time deletion. The spectra were acquired by using MassLynx v.4.1
software, and the raw data files were converted to a peak list format (.mgf) without adding the scans from the Mascot Distiller
software v.2.3.2.0, 2009 (Matrix Science Ltd., Boston, MA, USA) with carbamidomethylation with fixed modifications, oxidation in
methionine with variable modification, a trypsin cleavage, and tolerance of 0.1 Da for the precursor ions of fragment. The relative
quantification of each protein in the mixture was determined by the exponentially modified protein abundance index (empaI)
(Ishihama et al., 2005), obtained by Mascot Distiller software (Matrix Science Inc., Boston, MA USA).

2.5. Gene ontology

The gene ontology of each protein was obtained from UniprotKB (www.uniprot.org, Boutet et al., 2016) by the molecular
function, biological process and cellular component categories using the Mammalia taxonomy. Figures on gene ontology were ob-
tained online at http://www.pantherdb.org, Panther version 10 (Mi et al., 2016).

2.6. Data analysis

Normalization of the data was performed to exclude proteins that did not appear in at least half of the evaluated group; thus, the
differences between the samples were adjusted, and the variables were made more reliable for an accurate analysis. In addition, the
sum of the emPAI of each protein from each animal was divided by the total protein count to determine the division used for the
statistical analysis.

The non-hierarchical clustering was used to divide the groups considering motility and emPAI protein value. Initially, the groups
were randomly divided with user-supplied data. Software was subsequently used to calculate the mean of the cluster and replicates
were performed until none of the observations were reassigned to a different cluster. Multivariate statistical analysis of proteomic
data was performed in the online free software MetaboAnalyst 3 (Xia and Wishart, 2016), in which principal component analysis
(PCA) was used to describe the variation of the sample (animals) in the matrix of punctuation and partial analysis of minimum
squares discrimination (PLS-DA) to indicate the relevance of proteins in characterizing each group. The PSL-DA was used to assign
samples according to classes, indicating a ranking and calculating the variables’ importance on projection score (VIP score). The
important proteins were considered as VIP score was α≥ 1 (Checa et al., 2015). Protein abundance (emPAI) in the bad and good
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groups was performed by using a t-test.

3. Results

According to sperm motility (mean ± standard error; 56.25 ± 4.44), the animals were divided in two groups [greater (n=9)
and little (n=7) sperm motility] by using PCA, and the results are provided in a dendogram (Fig. 1). The mean motility in each
group was 37.9% for the group with little and 70.6% for the group with greater sperm motility. The sum principal components (axis X
and Y) 1 and 2 was 68.3%, which confirmed the accuracy of the division between groups.

Using mass spectrometry, 48 proteins were identified in the seminal plasma of the groups with greater and little sperm motility.
Information about the proteins identified in each group is included in Fig. 2. The identified proteins were described in Supplement 1
considering biological process, molecular function and cellular compartment.

Considering all the clusters, the gene ontology assessments identified catalytic activity (44%) and binding (35%) as the main
molecular functions, and biological processes and there were also cellular (25%) and metabolic process (21%) identified. In relation
to the cellular compartment, the proteins are mainly located in the cellular (50%), extracellular (22%) region, and the main classes of
proteins were hydrolases (16%) and cytoskeleton proteins (16%).

In the analysis of PLS-DA, considering the groups with little and greater sperm motility and the relative abundance (emPAI) of the
proteins identified, 11 proteins were determined as relevant (Fig. 3), of which four lesser abundance proteins were identified in the

Fig. 1. Principal component analysis (PCA) score. PC1 and PC2 for seminal plasma of males classified into groups with little and greater sperm
motility, indicating the variations between groups (PC1+PC2=68.3%). A. Note the distance measure of clusters (green and pink). B. Clustering
results shown as dendogram (For interpretation of the references to colour in this figure legend, the reader is referred to the web version of this
article).

Fig. 2. Venn diagram of the proteins detected in seminal plasma of males with little or greater sperm motility.
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group with little sperm motility, and seven proteins of greater abundance were identified in the group with greater sperm motility.
Although the VIP score threshold has been fixed as≥ 1 (α≥ 1), there was a range of 0.4 to 1.6. At least five (α≥ 1) relevant proteins
were identified (prosaposin, ribonuclease, spermadhesin, 14-3-3 protein zeta/delta and acrosin inhibitor).

4. Discussion

For the formation of the two clusters of males based on semen quality, the experimental variable sperm motility was analyzed in
the present study. The classification of the clusters was confirmed with the PCA, which was relevant due to the sum (> 50%) of
principal components 1 and 2 (Lyra et al., 2010). Similar results were also observed in the dendogram, which indicated there were
animals in two populations based on sperm quality in the two groups.

The molecular functions associated with the proteins were 1) catalytic and binding activity and biological processes, and 2)
cellular and metabolic processes in the cellular and extracellular region, consistent with the results of Rego et al. (2014), where
seminal plasma protein of bulls was assessed.

In the present study, the spermadhesin protein, ribonuclease, 14-3-3 protein zeta/delta and acrosin inhibitor, were in greater
amounts in seminal plasma of buffalo with greater quality sperm. Furthermore, prosaposin and peptide YY were detected in the
seminal plasma of all animals with sperm that were classified to have little motility.

Spermadhesin, produced by the accessory sexual glands and epididymis (Einspanier et al., 1991; Wempe et al., 1992), was present
in greater concentrations in the seminal plasma of males of the present study that were classified to have greater sperm motility,
consistent with the earlier findings of Jobim et al. (2003, 2004) and Roncoletta et al. (2006) in which seminal plasma proteins of bulls
was assessed. The spermadhesins are the second most abundant proteins secreted in the seminal plasma of bulls (Rego et al., 2014),
which function in the inhibition of oxidative stress and reduction of lipid peroxidation of sperm cells (Jobim et al., 2003). The grater
amounts of spermadhesin and, thus, presumably enhanced functions of these proteins may have contributed to the greater sperm
motility in the males classified to have greater sperm motility in the present study. In addition, spermadhesin functions as a de-
capacitating factor in sperm cells stored in the ampulla before ejaculation, preventing sperm motility and energy consumption
(Einspanier et al., 1991; Wempe et al., 1992; Dostàlovà et al., 1994; Roncoletta et al., 2006; Kummar et al., 2012). The re-
establishment of sperm motility occurs when the spermatozoa come in contact with the secretions of the female reproductive tract,
and the effect of spermadhesin motility inhibition of sperm cells is reversed (Dostàlovà et al., 1994; Schöneck et al., 1996).

The ribonuclease, isolated from the seminal vesicle and ampulla (D’Alessio et al., 1972; Matousek and Klaudy, 1998; Rego et al.,
2014), was reported in seminal plasma of bulls as being involved in spermatogenesis and sperm capacitation (D’Alessio et al., 1972;
Kim et al., 1995). This enzyme has an antioxidant function and catalytic activity in addition to functioning in immunosuppression,
protecting the sperm from actions of the immune system in the female reproductive tract (Quayle and James, 1990; D’Alessio et al.,

Fig. 3. VIP (variable importance projection) score classified by PLS-DA. The colored boxes on the right indicate the corresponding relative protein
concentrations in seminal plasma of males with little or greater sperm motility.

V.M. Codognoto et al. Animal Reproduction Science 195 (2018) 251–258

255



1991; Kim et al., 1995). Due to its antioxidant action, this enzyme functions in sperm protection (Kim et al., 1995), consistent with
the present results, whereas in the present study there was a greater abundance of ribonuclease in the seimal plasma of males of the
group classified to have greater sperm motility.

The 14-3-3 protein zeta/delta is an acidic protein found in the epididymal fluid (Kelly et al., 2006) and testis of bulls (Chapin
et al., 2001; Wong et al., 2008). These molecules function as binding proteins, which participate in the synthesis, interactions and
cellular transport of proteins (Jin et al., 2004; Shikano et al., 2006), mediating the interaction of macromolecules with the sperm cell,
being of fundamental importance for spermatogenesis (Wong et al., 2008; Sun et al., 2009). This protein also facilitates spermiation
(Sun et al., 2009), and regulates the restructuring that occurs during spermatogenesis (Wong et al., 2008). Furthermore, this protein
is involved in maturation and development of sperm motility in the epididymis of bulls and is also associated with fertility (Huang
et al., 2015). The 14-3-3 protein zeta/delta modulates action of protein phosphatase 1 (PP1γ) in tail of spermatozoa, which when in
greater concentrations inhibits sperm motility (Huang et al., 2002), inhibiting its catalytic activity, thereby preventing losses in sperm
motility (Huang and Vijayaraghavan, 2004). The results of the present study are consistent with these functions of PP1γ because
greater amounts of this protein were detected in the seminal plasma of males that were classified to have greater sperm motility.

Acrosin inhibitor is a glycoprotein found in the tail of the epididymis, prostate, bulbourethral glands, and seminal vesicles of bulls,
buffalo and boars (Čechová and Fritz, 1976; Tschesche et al., 1976; Čechová et al., 1979; Torska and Strzezek, 1985), which binds to
spermatozoa during maturation and ejaculation (Schill et al., 1975; Jonáková and Cechova, 1985; Davidová et al., 2009). In the
present study, this protein was in greater concentrations of males that were classified to have greater sperm motility. Acrosin is
considered a protease inhibitor and functions to inhibit the activity of sperm proteinases and, thus, preserves sperm integrity (Uhrin
et al., 2000). Moreover, the binding of acrosin inhibitor to its receptor on the sperm membrane is modulated, particularly by
spermadhesins, which is considered an acceptor molecule and protects the spermatozoa from acrosin actions until fertilization has
occurred (Jonáková et al., 1992; Jelínková et al., 2003; Davidová et al., 2009). Acrosin is an enzyme that functions as an acrosomal
protease, being of fundamental importance at the time of fertilization, participating in the lysis of the zona pellucida and subsequent
penetration of the spermatozoa into the oocyte (Adham et al., 1997; Gurupriya et al., 2014). Thus, the acrosin inhibitor binds to the
acrosin present in seminal plasma that contributes to sperm deathand in doing so inhibits the proteolytic effect from occurring
prematurely during transit of sperm cells in the male reproductive tract (Sanz et al., 1992; Jonáková, 1994).

Prosaposin is a lysosomal protein found in Sertoli cells and the lumen of the seminiferous tubules and epididymis of mammals
(Leonova et al., 1996; Amann et al., 1999a, 1999b). This protein contributes to the sperm-oocyte binding, fertilization and embryo
development in several species, including cattle, when added to in vitro culture media (Hammerstedt et al., 1997; Amann et al.,
1999a). Increases in amounts of prosaposin is associated with increased pregnancy rates when added to bull semen (Amann et al.,
1999b), but its actions have not been elucidated (Ham, 2004). Interestingly, in the present study, the concentrations of prosaposin
were correlated with reduced sperm motility, which could be another action of this protein.

Peptide YY has homology with the seminal plasma protein (San Agustin and Lardys, 1990; Herzog et al., 1995) and has been
detected in the seminal plasma of bulls being produced by the accessory sex glands (Reddy and Bhargava, 1979; Shivaji, 1984). In the
present study, the VIP score to peptide YY was close to 1.0 and was greater in bulls that were classified to have little sperm motility.
The peptide has antimicrobial activity in bull seminal plasma (Reddy and Bhargava, 1979; Milos et al., 1988). Peptide YY modulates
the structure of calmodulin to inhibit the calcium influx into sperm cells (Rufo et al., 1982) and is considered an antifertility factor
that inhibits sperm motility and the acrosome reaction, an event in which involves calcium induced activation (Shivaji and Bhargava,
1987).

In conclusion, the primary functions of proteins found in the seminal plasma of buffalo were catalytic and binding activity. The
spermadhesin protein, ribonuclease, 14-3-3 protein zeta/delta, acrosin inhibitor, prosaposin and peptide YY were associated with
sperm motility and are potential markers of semen quality.
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