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to be the main modulator of the soil microbiome, and that rhizosphere selection by cultivated 

plants is dependent on the changes caused by soil amendments. Important results were 

identified related to nitrogen cycle responses, in particular greater urealysis in soils treated with 

L and LPG, as well as the presence of mycorrhizae in high fertile soils treated with LPG. Lastly, 

further analysis is required to gain a better grasp the mechanisms by which the intercropped 

plants select the rhizospheric community. 
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